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ABSTRACT

Background and Objectives : Tumor necrosis factor-¢ (TNF-a) is recognized as a proinflammatory host alert cytokine that is
synthesized early during inflammation, and elevations of this cytokine have been reported in patients with allergic rhinitis. The
TNF-a gene is located on chromosome 6p within the class III region of the major histocompatibility complex. The most widely
studied polymorphism within the TNF-a gene involves a guanine (G)/adenine (A) substitution at position —308. We therefore
tested whether TNF-a¢ —308G/A polymorphism are associated with allergic rhinitis in a Korean population. Subjects and
Method : Blood samples for genetic analysis were obtained from 191 individuals with allergic rhinitis and from 192 healthy
subjects without atopic diseases. Polymerase chain reaction-based assay for TNF-& —308G/A was used for genotyping. Serum
total IgE levels were determined by using the immunoassay. Eosinophil values were determined by eosinophil numbers per total
cell numbers per /1. Results : There were no differences in the frequencies of the genotypes and alleles of TNF-& —308G/A in
the controls and patients (p>0.05) . Blood eosinophil count and total serum IgE levels were not statistically different in the
genotypes of TNF-¢ —308G/A in allergic rhinitis (p>0.05) . Conclusion : We thought that the TNF-& —308G/A polymorphism
is unlikely to be an important marker for predisposition to allergic rhinitis. A further study involving a larger Korean population
might be in need. (Korean J Otolaryngol 2005548:1107-10)
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Fig. 1. Genotyping of INFa —308G/A polymorphism. Lane M,
100bp ladder Lane G/G, homozygous wild typel Lane G/A,
heterozygotes Lane A/A, homozygote mutant type. The ampli-
fied alleles were analyzed on 3.0% agarose gel. The alleles were
visualized by ethidium bromide staining. Ncol digests the 107bp
DNA segment from G/G homozygous individuals into 87 and 20
bp fragments. DNA from G/A heterozygous individuals shows the
expected fragments at 107, 87, and 20bp (20 bp0 invisible in
this figure).
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Table 1. Distribution of genotypes and alleles for TNFa —308G/A
polymorphism in allergic rhinitis

Control (n=192) Allergic rhinitis (n=191) p value

Genotypes
G/G 164 (85.42%) 159 (83.25%)
G/A 26 (13.54%) 29 (15.18%) 0.80
A/A 2 ( 1.04%) 3( 1.57%)

Alleles
G 354 (92.19%) 347 (90.84%) 0.59
A 30 ( 7.81%) 35 ( 9.16%)

Table 2. Blood eosinophil counts and serum total IgE levels am-
ong the genotypes of TNFa —308G/A polymorphism in allergic
rhinitis

Position  Genotypes Eosmop;hn(p l) IoE (I;J/ml)
12
TNFa G/G 3 0.305 76 0378
—308G/A G/Aor AJA 21

Normal value (eosinophil)d 40—50041 |, Normal value (IgE)d 0—
100 IU/ml
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